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Background 

I have a BSc degree in Medical Microbiology from the Jomo Kenyatta University of Agriculture and 
Technology (Kenya). After my undergraduate studies, I became interested in bioinformatics and 
genomics. Therefore, I joined the Research Unit in Bioinformatics (RUBi) at Rhodes University 
(South Africa) where I graduated with an MSc in Bioinformatics and Computational Molecular 
Biology. Shortly thereafter, I joined the Forestry and Agricultural Biotechnology Institute (FABI) at 
the University of Pretoria (South Africa) to pursue a PhD in genetics with a major focus on 
comparative genomics. Currently, I am a post-doctoral fellow at the University of Pretoria where I 
am working on comparative genomic analysis of fungal mitochondrial genomes.  

 
Research Interests 

My research interest is broadly focused on the genomics of microbial and fungal pathogens. In 
particular, I am interested in the specific factors and complex processes that drive evolution of the 
genes, genomes and the associated phenotypes. A comprehensive understanding of these factors is 
crucial for the development of effective control and treatment strategies. To address the various 
biological questions related to these subjects, I apply an integrated approach that involve using 
modern molecular biology, bioinformatics and genomics tools. 
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FABI profile:  https://www.fabinet.up.ac.za/index.php/people-profile?profile=898 
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